Key indicators: single-crystal X-ray study; T = 273 K; mean (C-C) = 0.003 Å; R factor = 0.058; wR factor = 0.161; data-to-parameter ratio = 18.5.
Refinement R[F 2 > 2(F 2 )] = 0.058 wR(F 2 ) = 0.161 S = 1.01 4540 reflections 245 parameters H-atom parameters constrained Á max = 0.23 e Å À3 Á min = À0.24 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2005); cell refinement: SAINT (Bruker, 2005); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: XP in SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXL97. Fig. 1 (7) 0.0206 (7) 0.0049 (6) O5 0.0488 (7) 0.0512 (7) 0.0520 (7) −0.0032 (6) 0.0299 (7) −0.0048 (5) C6 0.0384 (9) 0.0544 (10) 0.0531 (10) −0.0058 (8) 0.0255 (9) −0.0022 (8) C7 0.0369 (9) 0.0574 (11) 0.0482 (10) 0.0032 (8) 0.0242 (8) 0.0059 (8) C8 0.0426 (10) 0.0573 (11) 0.0467 (10) 0.0070 (9) 0.0250 (9) 0.0051 (8) (3) 
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